RAW SEQUENCE LLSTTNO 
ERROR REPORT 



SYSTEMS 




TECHCE 



/i^6 3 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 09/(p^7^ /laS 



Source: 

Date Processed by STIC 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER- 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY u i , yv 1 1 n a 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help; patin21heln@.usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS. PLEASE USE THE CHECKE R 
VERSION 3.0 PROGRAM ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW 



Checker Version 3.0 

The Checker Version 3.0 apphcation is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rales. Checker Version 3.0 works for sequence listings 

o .wx. iv,. wigiiiai vtiaiuii <JL J I \^ri\ <j^i.azi - 1.6/D cttective Uctober 1 1990 (old 

niles) and the revised version (new rales) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
comphant Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO) 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loade d from thp USPTO websifo at the following address 

http://www.uspto.gov/web/offices/pac/checker 
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4. 



OIPE 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/09/627,165 TIME: 

Input Set : A:\CRFascidoc .txt.txt 
Output Set: N:\CRF3\04162001\l627165.raw 



04/16/2001 
11:22:51 



Does Not Comply 
Corrected Diskette Needed 



3 
5 
6 
8 
10 
11 
13 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
33 
34 
37 
38 
39 
40 
41 
42 
44 



<110> APPLICANT: KIM, Jong-Bae 

<120> TITLE OF INVENTION: CRUDE EXTRACT FROM Viscum album coloratum, AND PROTEINS 

AND LECTINS ISOLATED THEREFROM f) 0 -^a r ) A ^ It lJ A:^^Ji^ ^A^^ 

<130> FILE REFERENCE: Korean Mistletoe Lectin A/JlXjJL9^ CX/^-C^^-^ ^ ^ ^ . 
<140> CURRENT APPLICATION NUMBER: 09/627,165 ^ U ^ i 1^? ^J^A^^JA ^^^^ 

<141> CURRENT FILING DATE: 2000-07-27 ' _ " *' 



16 




<160> NUMBER OF SEQ ID NOS : 
<210> SEQ ID NO: 1 
<211> LENGTH: 762 
<212> TYPE: DNA 

<213> ORGANISM: Viscum album coloratum 
<221> NAME/KEY: misc_feature 
<223> OTHER INFORMATION: any set containing 
<400> SEQUENCE: 1 
tacgagaggc taagactcag agttacgcat caaaccacgg gcgacgaata tttccggttc 
atcacgcttc tccgagatta tgtctcaagc ggaagctttt ccaatgagat accactcttg 
cgtcagtcta cgatccccgt ctcggatgcg caaagatttg tgttggtgga actcaccaat 
caggggggag actcgatcac ggccgccatc gacgttacta acctgtacgt ggtggcttac 
caagcaggcg accaatccta ctttttgcgc gacgcaccag acggcgcgga aaggcatctc 
ttcaccggca ccaccagatc ctccctccca ttcaccggaa gctacacaga tctggagcga 
ttcgccggtc atagggacca gatccctctg ggtagagagg aactcattca atccgtctcg 
gcccttcgtt ttccgggcag caacactcgt gcccaagctc gttcctttat catcctcatt 
cagatgatct ccgaggccgc cagattcaat cccatcttat ggagggctcg ccaatacatt 
agcagtgggg ggtcatttct gccagacacg tacattctcc agctggagac gagttggggg 
caacaatcca cgcaagttca gcactcgacg gatggcgttt ttaataaccc aattcggttg 
actatatcca ctggtgtctt cgtgacgttg agcaatgttc gcgacgtgat cgccagctta 
gcgatcatgt tgtttgtatg cgaggaccgg ccatcttcct ct 
<210> SEQ ID NO: 2 

<211> LENGTH: 254 f Tj^' ^ 

<212> TYPE: PRT 

<213> ORGANISM: Viscum album coloratum 
<221> NAME/KEY: misc_f eatur^" 

<223> OTHER INFORMATION : /any set containing 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
762 



au4 



=X, X=any amino acid 



<400> SEQUENCE: 2 



1 



45 


Tyr 


Glu 


Arg 


Leu 


Arg 


Leu 


Arg 


Val 


Thr 


His 


Gin 


Thr 


Thr 


Gly 


Asp 


Giu 


46 


1 








5 










10 










15 




48 


Tyr 


Phe 


Arg 


Phe 


He 


Thr 


Leu 


Leu 


Arg 


Asp 


Tyr 


Val 


Ser 


Ser 


Gly 


Ser 


49 








20 










25 










30 






51 


Phe 


Ser 


Asn 


Glu 


He 


Pro 


Leu 


Leu 


Arg 


Gin 


Ser 


Thr 


He 


Pro 


Val 


Ser 


52 






35 










40 










45 








54 


Asp 


Ala 


Gin 


Arg 


Phe 


Val 


Leu 


Val 


Glu 


Leu 


Thr 


Asn 


Gin 


Gly 


Gly 


Asp 


55 




50 










55 










60 










57 


Ser 


He 


Thr 


Ala 


Ala 


He 


Asp 


Val 


Thr 


Asn 


Leu 


Tyr 


Val 


Val 


Ala 


Tyr 


58 


65 










70 










75 










80 


60 


Gin 


Ala 


Gly 


Asp 


Gin 


Ser 


Tyr 


Phe 


Leu 


Arg 


Asp 


Ala 


Pro 


Asp 


Gly 


Ala 


61 










85 










90 










95 




63 


Glu 


Arg 


His 


Leu 


Phe 


Thr 


Gly 


Thr 


Thr 


Arg 


Ser 


Ser 


Leu 


Pro 


Phe 


Thr 



^1 ayr\ (py^^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/627,165 



DATE: 04/16/2001 
TIME: 11:22:51 



input set : A:\CRFascidoc.txt.txt 
output set: N:\CRF3\04162001\l627165.raw 



105 

Phe Ala 



He 



Phe 



110 

Gly His Arg Asp Gin 
125 

Ser Val Ser Ala Leu Arg 
140 

Ara Ser Phe He He Leu He 
155- 160 
Asn Pro He Leu Trp Arg Ala 
170 175 
Phe Leu Pro Asp Thr Tyr He 
190 

Gin His 



64 100 

66 Gly ser Tyr Thr Asp Leu Glu Arg 

67 115 , 

69 Pro Leu Gly Arg Glu Glu Leu lie Gin 

70 130 135 

72 Pro Gly Ser Asn Thr Arg Ala Gin Aia 

73 145 150 
7 5 Gin Met He Ser Glu Ala Ala Arg Phe 
76 165 
78 Arg Gin Tyr He Ser Ser Gly Gly Ser 

Q 180 lOJ 

81 Leu Gin leu Glu Thr Ser Trp Gly Gin Gl„ Ser Thr Gin Val 

ser Thr ^sp Oly val Phe ^en fsn Pro He «9 Leu Thr He ser Thr 

Gly vfl Phe val Thr Leu Ser .sn val .r, .sp val He Al. ser Leu 

230 ^-3-> 

90 fla lie Met Leu Phe Val Cys Glu Asp Arg Pro Ser Ser Ser 

91 245 250 

94 <210> SEQ ID NO: 3 

95 <211> LENGTH: 762 

96 <212> TYPE: DNA 

97 <213> ORGANISM: Viscum album coloratura 

98 <221> NAME/KEY: misc_feature ^ tr-^.^^ 

99 <223> OTHER INFORMATION : ^ly-^grcont aining 

101 <400> SEQUENCE: 3 caaaccacqg gcgaccaata tttcaagttc 60 

102 tacgagaggc taagactcag ^gttacgcat caaaccacgg ? ^ accactcttg 120 

103 atcacgcttc tccgagatca tgtctcaagc gg^^^^"? actcagcaat 180 

104 cggcagtcta ctgtccccgt ctcggatacg ^agagatttg tgttgg 99 ^^^^^ ^40 

105 caggggggag actcgatcac ggccgccatc g^^^ttacca ^^ctgt g ^^J^^^^^^ 

106 caagcaggca accaatccta ctttttgcgc g-gcacctc gcgg^g^gg^ tctggagcga 360 

107 ttcaccggca ccacccgatc ctctctccca ttcaacgg 9 atccgtctcg 4 20 

108 tacgccggac atagggacca gatccctctc ggtatagacc ^^^^^ catcctcatt 480 

109 gcccttcgtt ttccgggcag caacactcgt gcccaagctc gttcct ^^^^^^^^^^ 

III III 

\\l r-aS: rtggtftrt g-cgt-t cgccagcyta 720 

114 gcgatcatgt tgtttgtatg cgaggaccgg ^l^^^^^^^oAi-^, 1^^^ ^^^.JU^I 

117 <210> SEQ iU Nu: <* A^r^y'^-l — ^ZT^tT? O'^ ^ \ ^ ~7}^ I 

118 <211> LENGTH: 254 ' * ^ . - 

III ^rGluTrfLeu U - val Thr Hie Gir^K^TErmTOT";-:^ s 
III Tyr Phe Lys Phe He Thr Leu Leu »sp His val Ser Ser Gly S.r ] ^ 
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HAW SEQUENCE LISTING J^TE: 0V16/2001 

PATENT APPLICATION: US/09/627,165 TIME. 11.22.^1 

Input Set : A:\CKFascidoc.txt.txt 
Output set: N:\CRF3\04162001\l627165.raw 



Gin lie pro Leu Leu Arg Gin Ser Thr Val Pro Val Ser 



25 



131 Leu ser Asn Gin lie Pro i.eu u^u «xy v.... ^. ■ 

132 35 40 



30 



134 ASP Thr Gin Arg Phe Val Leu Val Glu Leu Ser Asn Gin Gly Gly Asp 

"37 ser lie Thr Ala Ala lie Asp Val Thr Asn Leu Tyr Val Val Ala Tyr 

70 



c'ln Ala Gly Asn Gin Ser Tyr Phe Leu Arg Asp Ala Pro Arg Gly Ala 
85 90 



140 Gin Ala Gly Asn L,i.n oei xy^ t..^ ..-^ . 

i'43 Glu Thr Tyr Leu Phe Thr Gly Thr Thr Arg Ser Ser Leu Pro Phe Asn 



III Gly ser Tyr Pro Asp Leu Glu Arg Tyr Ala Gly His Arg Asp Gin He 

III pro Leu Oil lie Asp Gin Leu I'le Gin Ser Val Ser Ala Leu Arg Phe 

135 J-^^ 



'l52 pro GlJ ser Asn Thr Arg Ala Gin Ala Arg Ser Phe He He Leu He 

153 
155 

^58 Arg Gin Tyr He S^r Ser Gly Gly Ser "phe Leu Pro Asp Thr Tyr He 

- — 185 



150 155 160 

'155 "in Met He Ser Glu Ala Ala Arg Phe Asn Pro He Leu Trp Arg Ala 



'^^^ rr. r Tin qpr Thr Gin Val Gin His 

161 Leu Gin Leu Glu Thr Ser Trp Gly Gin Gin Ser Thr bin 



200 205 



... ser Thr Asp Gly Val Phe Asn Asn Pro He Arg Leu Thr He Ser Thr 
^11' Gly III Phe val Thr Leu Ser Asn Val Arg Asp Val He Ala Ser Xaa 



^ ' 170 fla He Met Leu Phe vfl Cys Glu Asp Arg Pro Ser Ser Ser 

171 245 250 

174 <210> SEQ ID NO: 5 Ia A ■ k> 

175 <211> LENGTH: 768 f]U H 



176 <212> TYPE: DNA /L^^^^^^^ 
111 <213> ORGANISM: Viscum album col^ratun^ ^^^^^^^^^ (/ 

\l\ lT.ll.lT^Vo^o., a,ttao,c.t ,c,.=,.,t. ™«= 60 

tccgaqactc tgtctcaagc ggaagctttt ccaatgacaT: ^^^^^^ ^ 
III iTcl^l: tcc?g'gtctc cLtgcgcag agatttgtgt tggtggaac^^ cacaa tcag 
IB5 ttgggaaagt gggaagact atcac,.c eca c ™t ^ .t^^g^gg^g ^ 

186 gcttaccaag caggcgacca ^tcctacttt 5 J J g^ta cgctgatctg 360 

187 catctcttca ccggcaccac cagatcctct ^ttcctttca ^ 9^ y catacgatcc 420 

188 gagcggtacg ccggacatag ggaccggatc cctctgggta gagagccact ^ J 

189 gtctcggcgc ttgattatcc cggcggcagc acgcgcg-c aagccagttc -ttattatc 48^ 

III .-eg- 600 

III lllll-ll ?:=g Saettrt^g 111117^111 cgtgatcgoc 720 

194 agcttgggga tcatggtgtt tgtatgcagg gaccggtcat cttcccct 
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RAW SEQUENCE LISTING 
PATENT APPLICATION: 08/09/627,165 

Inout set : A:\CRFascidoc .txt-txt 
output set: N:\CRF3\0416200I\X627165,raw 



197 <210> SEQ ID NO: 6 

198 <211> LENGTH: 256 

199 <212> TYPE: PRT 

200 <213> ORGANISM: Viscum album coloratum^ 
901 <221> NAME/KEY: misc_f eature ^ 

202 <223> OTHER INFORMATION :^yje tcontaining 
204 <400> SEQUENCE: 6 . 



DATE: 04/16/2001 
TIME: 11:22:51 



"n"=X, X=any amino acid 




III ^l^^ Ir, Leu .r, val Thr His Cln 



2^8 Tyr Phe Arg Phe He Lys Leu Leu Arg Asp Ser 

ITl Phe ser Asn Asp He Pro Leu Leu Pro Pro Ser 

III Ala Gin Arg Phe Val Leu Val Glu Leu Thr Asn 

111 Glu ASP ser lie Thr Ala Ala He Asp Val Thr 

220 A^la Tyr Gin Ala Gly a'sp Gin Ser Tyr Phe Leu 

223 Gly Ala Glu Arg His Leu Phe Thr Gly Thr Thr 

226 Phe Asn Gly Ser Tyr Ala Asp Leu Glu Arg Tyr 
001 115 -^^^ 

229 Arg He Pro Leu Gly Arg Glu Pro Leu He Arg 

232 ASP Tyr Pro Gly Gly ser Thr Arg Ala Gin Ala 

235 ial He Gin Met He Ser Glu Ala Ala Arg Phe 

238 Arg Ala Arg Gin Tyr He Asn Ser Gly Val Ser 

239 180 , 
241 Tyr Met Leu Glu Leu Glu Ala Ser Trp Gly Gin 



195 200 
244 Gin Gin Ser Thr Asp Gly Val Phe Asn Asn Pro 
oA^ 210 215 

247 ser Thr Gly Asn Phe Val Trp Leu Ser Asn Val 

250 ser Leu Gly He Met III Phe Val Cys Arg Asp 



251 



245 

257 <210> SEQ ID NO: 7 

258 <211> LENGTH: 797 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Viscum album coloratum 
III T.l'i ^"r/";o°H^^IoHcS se. cont.i„in. 

Ill :*°rt/tarct^cact.ct tc=,.a=ct, c„tac„tt 

266 gt?tcg.C9t cccag.gggc g.ttaccacg atgg.agtcg 

267 a^Solaolc cgatcagaat cagctgtgga egatcagaag 



Thr Thr Gly Asp Glu 
15 

Val Ser Ser Gly Ser 
30 

lie Pro Val Ser Ser 
45 

Gin Leu Gly Lys Trp 
60 

Asn Leu Tyr Val Val 
80 

Arg Asp Ala Pro Asp 
95 

Arg Ser Ser Leu Pro 
110 

Ala Gly His Arg Asp 
125 

Ser Val Ser Ala Leu 
140 

ser Ser He He He 
160 

Asn pro He Leu Trp 
175 

Tyr Leu Pro Asp Val 
190 

Gin ser Thr Gin Val 
205 

He Arg Leu Gly He 
220 

Arg Asp Val He Ala 
240 

Arg Ser Ser Ser Pro 
255 




n"=X, X-any amino acid 



ggatggaacc attcgatcta 180 



file://C:\CRF3\Outhold\VsrI627l65.htm 



4/16/01 



Page 5 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/627,165 



DATE: 04/16/2001 
TIME: 11:22:51 



.es at..aa..t. ctt.ac.acc .^.^.^^^ ^^.^^^^^^ -™ ftfar/ctfa To " • ' 

269 gtaatagagg ggggtgggac ^"actactt 9? ^ ^gg^^^c cgtggcacta 360 

270 atccaagatc catgatggtg atcggaacac catc ggg g ^^^^^^^^^ agcaatgata 420 

271 cttttactct gcaaacactg g^ttactcat ^ 99 ttgcatggaa actagtggag 480 

272 ccgctcctcg cgaggtaacc ^tatatggtt tc 9 9 .^aaagatgg gctttgtacg 540 

273 ggaaagtgtg ggttgggact tgtgtgagtg 9 ^ ^ ^^tcacctct cagggagact 600 

274 gggatggttc cattcgcccg JJ^^^ttacc ^tcgccaagg caacgatggg 660 

275 ccgttagatc cgtaatcaat "atttagct 9C 5 ^ gttggccatg gatgtggcgg 720 
f.? TaSraS: ragSSrc ^atS tC.^tcagt cactggaaat ccaaatcaaa 780 ^ 
278 tgtggcttcc cgtgcca a 

Sis" Vi=cu™ .l.u» colora™^ 
rs^LH™"; cys Thr Thr s„ .!» Pro Th. v.l 

.4 .=» ^^1 

ser Atg He ofn Leu Trp Pro cys Lys Ser As„ 



X, X=any amino acid 



288 
289 
290 
292 
293 
295 
296 
298 
299 
301 
302 
304 
305 
307 
308 
310 
311 
313 
314 
316 
317 



Gly 



Gly 



Leu 



Leu 
65 
Cys 

Gly 

Gly 

Tyr 



Trp 
50 
Thr 



35 
Thr 



He Arg Arg 



40 
Gly 



Asp 
55 

Thr Ala 



Thr He Arg 



Phe Val 
15 

His Asp 
30 

Ser Asp Gin Asn Gin 
45 

ser Asn Gly Arg Cys 
60 



^^^^^ 



,.v, TV,;, nv ser Tvr lie Met He Tyr Asp 
Thr Tyr Gly Tyr Thr Aia Gly Ser lyr 

.s„ .r, =iy <=iy Z - - X "° "° 

ne .eu Z Pro .r, s.r »« Het val Ue oly Thr Pro ser 

Thr Thr Phe Thr Leu Gin Thr Leu Gly 
ser Arg Gly Thr Arg Gly Thr Thr Phe 

3„ =Xy Cln Oly ,rp .eu .la Ser T.r .1. Pro 

31„ ifl XKr ne Tyr Oly pL .r, .sp Bi= Cys He. 01. TKr Ser =ly 

-ivic; 150 

145 




Trp 

Tyr 
180 
Thr 



val 
165 
Gly 



319 Gly Lys Val 
320 

322 Trp Ala Leu 
323 

325 Gin Cys Leu 

326 195 

328 Phe Ser Cys 

329 210 

331 Lys Gly Ala He Leu 

332 225 

334 Glu Ser Asn Pro Ser 



Gly Thr cys Val Ser Gly Lys Gin Asn 



Asp Gly ser 



Ser Gin Gly Asp 
200 
Pro 



Thr Ala Gly 



Asn 
230 
Leu 



Ser 
215 
Leu 



Lys 



Arg Arg 



Ser Gly Lys Gin asu Gin Arg 
170 1" 
He Arg Pro Lys Pro Tyr Gin Asp 
185 190 
ser val Arg Ser Val He Asn Leu 
205 

Arg Gin Arg Trp Val Phe Thr Asn 
220 

Asn Arg Leu Ala Met Asp Val Ala 
235 

He He He Phe Ser Val Thr Gly 



a. 



Ptease Note: 
Use of n and/ rXaahav 
Sequenc Listing to ensure u.a 
<223> fields f each sequence 



been detected in the Sequence l^isting. 



Pleas review the 



I presents i 
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VERIFICATION SUMMARY DATE: 04/16/2001 

PATENT APPLICATION: US/09/627,165 TIME: 11:22:52 













Input Set : 


A : \CRFascidoc . txt . txt 




















Output Set: 


N:\CRF3\04162001\I627165, 


raw 








L; 


:21 M:283 W: 


Missing Blank Line 


separator/ <400> field identifier 




L: 


;167 


M; 


:258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:4 


L: 


:167 


M; 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:4 


L; 


:167 


Mi 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#;4 










L: 


;487 


M: 


:258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:12 


L: 


;487 


M: 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#: 


:12 


L: 


;487 


M: 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:12 










L: 


517 


M: 


:258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:13 


L: 


517 


M: 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:13 


L; 


517 


M: 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:13 










L: 


;523 


M: 


:258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:13 


L: 


523 


M: 


;258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# ; 


:13 


L: 


523 


M: 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 13 










L: 


527 


M: 


;258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#: 


:13 


L: 


527 


M; 


;258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:13 


L: 


527 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 13 










L: 


539 


M; 


258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:14 


L: 


539 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:14 


L: 


539 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 14 










L: 


548 


M; 


258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#: 


:14 


L: 


548 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:14 


L: 


548 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:14 










L: 


557 


M: 


258 


W: 


Mandatory Feature 


missing, <220> not found 


for 


SEQ 


ID#; 


:14 


L: 


557 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID#; 


:14 


L: 


557 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:14 
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